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We report here the nucleotide sequence of a cDNA (CanB15) isolated from a cDNA library constructed
from mRNA of 5-day-old chickpea epicotyls (Cicer arietinum L cv castellana). This cDNA is highly
homologous to a cDNA of Nicotiana tabacum (pAL141) that endode a protein induced by Pi starvation in
cultured tobacco cells (Accesion Number D29681 , Ezaki et al. 1995) (72.8 % identity and 64.1% identity
at at nucleotide and amino acid sequence respectively). Also, nucleotide sequence homologies were found
to an Arabidopsis EST (AN N96931 ), rice ESTs (AN D23159 , C20214 , €20327 ) and a cDNA from
Linum usitatissimum that encode an alpha-hydroxynitrile lyase (Accession number Y9084 ) (Trummler
and Wajant, 1997), but no significant homologies (15%) were found at amino acid sequence.

The CanB15 from Cicer arietinum is a full length clone of 579 bp. A small ORF of 387 that encode a
putative protein of 129 aa was found. The polyadenylation signal AAATAA was found at nucleotides
388-393. The protein has a molecular weight of 13.8 Kd and an isoelectric point of 6.33. A high
percentage of serine (17.05%) followed by leucine (10.85%) was found. The expression of CanB15 was
studied throughout the chickpea epicotyl growth. Low transcript levels appear at 2-days-old epicotyls when
the growth is starting and the expression is up-regulated when the growth rate increases. The highest
transcript level was observed at 4-days-old epicotyls, with maximum epicotyl growth ability, slighty
decreasing after that.

The study of the expression in different organs of 5-day-old Cicer arietinum seedlings indicated that the
highest levels of expression are in cotyledons and roots, showing the lowest level in the apical hook. This
model of expression, being the highest in roots and cotyledons could be related with the postulated
function for the homologous PAL141 from Nicotiana tabacum in nutrient starvation, although no studies
were made in this sense.
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Table I. Characteristics of CanB15 from Cicer arietinum

Organism:
Cicer arietinum L cv. castellana

Clone Type, Designation:
cDNA, full length, CanB15



Source:
¢DNA library in lambda-ZAP constructed from poly A+ RNA from Cicer arietinum 5-day-old
epicotyls.

Gene identification:
Nucleotide and amino acid sequence comparisons to published sequences in GenBank and EMBL
data bases and Swiss-Prot and Blitz data bases respectively.

Feature of the cDNA:
The clone is 579 bp in length, including a complete ORF of 387 bp, 13-bp 5' untranslated
sequence and 179-bp 3' untranslated sequence.

Features of deduced protein:
The ORF encodes a 129 amino acid polypeptide. The encoded protein has a predicted molecular
mass of 13.8 kD and a isoelectric point of 6.33. The aminoacid serine (17.05%) presents the
highest percentage.

Gene product:
Protein homologous to Pi starvation -induced protein.
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