This document describes the datasets that support the associated research article on the effects of Trichoderma strains on Passiflora edulis resistance to Xanthomonas axonopodis pv. passiflorae (Xap).
Dataset title
Raw experimental data supporting the study on the antimicrobial and plant defense-inducing activity of Trichoderma asperellum T25 and Trichoderma harzianum T146 against Xanthomonas axonopodis pv. passiflorae in Passiflora edulis.
Repository contents
Six Excel workbooks containing the original measurements, processed data and summary statistics used in the associated publication.
Files
Table1_Xap_growth.xlsx – In vitro antibacterial assay.
Table2_Plant_height.xlsx – Greenhouse plant height measurements.
Table3_Disease_incidence_severity.xlsx – Disease incidence and severity.
Table4_qPCR_48hpi.xlsx – LOX2 and PR1 expression at 48 hpi.
Table5_qPCR_14dpi.xlsx – LOX2 and PR1 expression at 14 dpi.
Table6_Biochemical_assays.xlsx – H2O2, SOD, POD and CAT assays.
Common workbook structure
Metadata: experimental design, replication, assay description and statistical procedures.
Variables: definition and units of every variable.
Raw_data: original instrument measurements.
Processed_data: calculated variables derived from raw measurements.
Summary: mean, SD, number of biological replicates (n) and Duncan grouping.
Experimental treatments
C: untreated, uninoculated control plants.
Xap: plants inoculated only with Xap.
T25: plants treated with Trichoderma asperellum T25.
T146: plants treated with Trichoderma harzianum T146.
T25+Xap: plants treated with T25 and inoculated with Xap.
T146+Xap: plants treated with T146 and inoculated with Xap.
Replication
Unless otherwise stated, four biological replicates were analysed per treatment. Technical replicates were performed according to each assay protocol and are reported in the corresponding Raw_data worksheets.
Data processing
Raw data were retained whenever possible. Processed_data worksheets include blank corrections, normalization procedures, relative gene expression calculations, enzyme activity calculations and other derived variables specific to each assay. Where repeat measurements or normalization factors were applied, these are explicitly documented in the corresponding Metadata sheets.
Statistical analysis
Summary worksheets contain the values used to prepare the figures in the manuscript. Results are presented as mean ± standard deviation (SD). Statistical comparisons were performed by ANOVA followed by Duncan's multiple range test (p < 0.05). For LOX2, log(x+1)-transformed values were used for statistical analysis as documented in the workbook.
Abbreviations
BR: Biological replicate
TR: Technical replicate
SD: Standard deviation
hpi: Hours post inoculation
dpi: Days post inoculation
RQ: Relative expression
POD: Peroxidase
CAT: Catalase
SOD: Superoxide dismutase
H2O2: Hydrogen peroxide
Associated publication
Complete methodological details, reagent compositions and experimental procedures are described in the associated research article. This repository provides the original datasets supporting the published results.
