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Fecha:

ELECTROFORESIS BIDIMENSIONAL

Unidad de Proteómica

Usuario:  AGarcía, Neurociencias 
Código Proteored:  Código Interno: AGarcía2
Responsable/s técnica: Nieves Ibarrola
Responsable/s informe: Nieves Ibarrola
Muestra: proteína purificada 69 kDa, pI 7, 1.7 ug/ul
Procedimiento:  0.65ul separados por electroforesis bidimensional pI 3-10, 7 cm, 8.5% acrilamida
Tinción con plata
Analisis de la huella peptídica de las manchas indicadas

Fecha: 29-10-2009
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IP-MALDI.0

INFORME DE RESULTADOS

Unidad de Proteómica Fecha: 09/10/2009

Usuario       Muestra

Responsable/s Técnica       Código Proteored      Código Interno

Responsable/s Informe

Procedimiento

Resultados obtenidos

AGarcia, Lab15, Incyl AGarcia2

Corte de 5 spots indicados, digestión en gel con tripsina, análisis de los fragmentos trípticos obtenidos mediante MALDI-TOF y búsqueda 
en base de datos SwissProt o MSDB no redundante.

Nieves Ibarrola

CRITERIOS DE BÚSQUEDA

Database        : MSDB 20060831 (3239079 sequences; 1079594700 residues)
Taxonomy        : Rodentia (Rodents) (122277 sequences)

Modifications:  Carbamidomethyl (C), Oxidation (M) 

El valor Score es -10*Log(P), siendo P la probabilidad de que el resultado obtenido sea al azar. Un resultado es significativo (p<0.05) 
cuando el valor del Score supera 63  .

Nieves Ibarrola
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IP-MALDI.0

Lista de Masas / Intensidad Relativa

Masa I.R.
847.56 4441.3
897.53 5978.5
947.5 5418.6

1009.6 6523
1011.7 6731.1
1023.5 1756.4

1041.5 2033.9
1124.7 1902.5
1128.6 1407.4
1186.6 1911.8
1330.8 9350.6
1372.6 3863.8
1488.8 5019.2
1528.7 3067.2

1614.9 5662.8
1644.9 3388.4
1659.8 1001.4

1685 3647.1
1742.1 4346
1794.9 3170.3

1899 1710.6
1931.1 18882

2005 9414.7
2013.1 1191.1
2101.2 3235.7
2140.1 690.63
2257.3 3415.7
2492.2 1965.6
2529.2 517.33
2542.2 497.36

2559.3 1612.8
2781.4 638.19
2848.3 5045.3
2936.5 1183
2953.5 1187.1
3104.5 636.4
3186.6 1127.6

Resultados

  Accession   Mass   Score  Description
1. Q4QR90_RAT   70239 369  Alpha-fetoprotein.- Rattus norvegicus (Rat).
2. CAA24567   60233 355  RNOAFP NID: - Rattus norvegicus
3. FPRT   70166 348  alpha-fetoprotein precursor - rat
4. FPMS   69118 51  alpha-fetoprotein precursor - mouse

5. Q8BK56_MOUSE  69190 51
  18 days pregnant adult female placenta and extra embryonic tissue cDNA, RIKEN 
full-length enriched library, clone:3830429G18 product:ALPHA-FETOPROTEIN, full 
insert sequence.- Mus musculus (Mouse).

6. Q8BK65_MOUSE  69103 51
  11 days embryo whole body cDNA, RIKEN full-length enriched library, 
clone:2700028A11 product:ALPHA-FETOPROTEIN, full insert sequence.- Mus musculus 
(Mouse).

7. Q9DA13_MOUSE  16542 43  Adult male testis cDNA, RIKEN full-length enriched library, clone:1700023F06 
product:hypothetical protein, full insert sequence.- Mus musculus (Mouse).

8. Q9QVM3_9MURI  4291 42  Glutathione S-transferase subunit YB5.- Mus sp.

9. Q3TGA3_MOUSE  66099 42
  17 days pregnant adult female amnion cDNA, RIKEN full-length enriched library, 
clone:I920057I16 product:alpha fetoprotein, full insert sequence. (Fragment).- Mus 
musculus (Mouse).

10. CAA24546   15486 41  RNFETO NID: - Rattus norvegicus

http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit1%23Hit1
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit10%23Hit10
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit9%23Hit9
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit8%23Hit8
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit7%23Hit7
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit6%23Hit6
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit5%23Hit5
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit4%23Hit4
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit3%23Hit3
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaOE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit2%23Hit2
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IP-MALDI.0

Lista de Masas / Intensidad Relativa

Masa I.R.
847.54 5994.4
897.51 4107
927.53 2381.7
947.48 2857.4
1009.6 7332.5
1011.7 1841.2
1124.6 1874
1128.6 2122.2

1186.6 5236
1330.8 3133.9
1372.6 2596.4
1419.7 1654.4
1439.8 1083.8
1488.8 3277.2
1523.8 1079
1528.7 1720.7
1537.8 1193.7
1567.8 3721.9

1613.9 4932.1
1620.7 1579
1629.9 966.28
1644.9 2353.4

1685 1914.2
1743 1202.1

1898.9 835.42
1913.1 832.69
1931.1 24694

1948 970.6

2005 7685.2
2013 1120.6

2045.1 1220.2
2096.1 865.82
2101.1 4781.3
2141.1 1008.8
2196.1 1283
2257.2 5698
2492.2 1557.6
2529.2 633.96

2559.3 895.58
2781.3 1672.1
2848.3 5793
2936.5 1291.1
2953.5 3102.4
3104.4 1336.6
3186.6 2356.1

Resultados

 Accession   Mass   Score  Description
1. Q4QR90_RAT   70239 358  Alpha-fetoprotein.- Rattus norvegicus (Rat).
2. FPRT   70166 357  alpha-fetoprotein precursor - rat
3. CAA24567   60233 342  RNOAFP NID: - Rattus norvegicus
4. AAC40198   20285 58  AF053103 NID: - Rattus norvegicus
5. AAC40197   24721 52  AF053102 NID: - Rattus norvegicus
6. JC5962   34474 48  paired-box containing transcription factor 4b - mouse
7. CAD87440   36778 46  Sequence 3 from Patent WO02086107.- Mus musculus (Mouse).

8. Q3U9R7_MOUSE  49425 46
  Bone marrow macrophage cDNA, RIKEN full-length enriched library, clone:I830033G21 
product:glutathione reductase 1, full insert sequence. (Fragment).- Mus musculus 
(Mouse).

9. JC5961   37374 46  paired-box containing transcription factor 4a - mouse
10. JC5827   38726 45  paired-box containing transcription factor 4 - mouse

http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit10%23Hit10
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit9%23Hit9
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit8%23Hit8
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit7%23Hit7
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit6%23Hit6
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit5%23Hit5
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit4%23Hit4
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit3%23Hit3
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit2%23Hit2
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiaeh.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit1%23Hit1
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IP-MALDI.0

Lista de Masas / Intensidad Relativa

Masa I.R.
881.33 39521
885.09 4424.4
1010.6 6890.4

1052.1 4386
1069.1 4712
1239.7 5557.2
1391.8 2915.1
1794.9 4210

1803 15710
1817 7046.4

1874.1 1739.9
1931.1 2157

1986 1328.2

2093.1 2560.8
2110.1 3733.5
2126.1 1224.4
2431.3 2471.9
2692.3 904.95

2820.4 1789.3
3006.6 1533.7

Resultados

  Accession   Mass   Score  Description
1. B28055   48577 91  T-kininogen, LMW II precursor - rat
2. KGRTM   47962 76  major acute phase alpha-1 protein precursor - rat (fragment)
3. CAA26162   48058 76  RNMAP01 NID: - Rattus norvegicus
4. KGRTT1   48757 76  T-kininogen I precursor - rat
5. Q5PQU1_RAT  48817 76  Kininogen 1.- Rattus norvegicus (Rat).

6. KNT1_RAT   48828 76

  T-kininogen 1 precursor (T-kininogen I) (Major acute phase protein) (Alpha-1-MAP) 
(Thiostatin) [Contains: T-kininogen 1 heavy chain (T- kininogen I heavy chain); T-
kinin; T-kininogen 1 light chain (T- kininogen I light chain)].- Rattus norvegicus 
(R

7. AAA41570   48324 76  RATMAPA1A NID: - Rattus norvegicus
8. A23897   48809 76  major acute phase alpha-1 protein (version 2) - rat
9. Q5M894_RAT  48757 75  Similar to alpha-1 major acute phase protein prepeptide.- Rattus norvegicus (Rat).
10. Q63581_RAT  48671 60  Rat T-kininogen (T-KG).- Rattus norvegicus (Rat).

http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit10%23Hit10
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit9%23Hit9
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit8%23Hit8
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit7%23Hit7
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit6%23Hit6
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit5%23Hit5
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit4%23Hit4
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit3%23Hit3
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit2%23Hit2
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOianE.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit1%23Hit1
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IP-MALDI.0

Lista de Masas / Intensidad Relativa

Masa I.R.
807.49 7206.8
808.51 6824.2
827.06 2736.1
828.07 2740
862.51 5286.4
910.49 8370.9

966.61 2932.1
1002.6 3821
1066.6 3791.7
1081.7 1427.9
1094.7 1955.6
1100.7 5497.3
1202.7 3072.3
1206.7 1631.8

1227.6 1324.4
1308.7 1435.2
1355.7 2621.3
1424.8 996.79
1486.8 1209
1516.8 2671.8
1587.9 1220.2
1614.9 1566.6

1780.9 1977.1
1826.2 2749.3

1834 4747.6
1913 1816

1929.9 1197.8
1936.1 3782.7

1958 1927.5
2093.1 1383.7

2664.4 669.63
2667.3 461.04
2694.5 542.85
2985.5 521.62
3084.4 487.55

Resultados

  Accession   Mass   Score  Description
1. AAA40620   54375 306  RAT5MDAA NID: - Rattus norvegicus
2. ISRTSS   57228 301  protein disulfide-isomerase (EC 5.3.4.1) precursor [validated] - rat
3. AAH61857   57315 300  BC061857 NID: - Rattus norvegicus

4. Q3UDR2_MOUSE  56965 246
  Bone marrow macrophage cDNA, RIKEN full-length enriched library, clone:G530110G01 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence. (Bone marrow 
macrophage cDNA, RIKEN full-length enriched library, clone:G530001F08 product:prolyl

5. Q3TGS0_MOUSE  57407 246
  17 days pregnant adult female amnion cDNA, RIKEN full-length enriched library, 
clone:I920038I15 product:prolyl 4-hydroxylase, beta polypeptide, full insert 
sequence.- Mus musculus (Mouse).

6. Mixture     1   245  AAA40619 + Q1KLB8_SPETR
7. ISMSSS   57422 245  protein disulfide-isomerase (EC 5.3.4.1) precursor - mouse

8. Q3UBY9_MOUSE  57498 245
  Bone marrow macrophage cDNA, RIKEN full-length enriched library, clone:I830015B14 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence.- Mus musculus 
(Mouse).

9. Q3TWE3_MOUSE  57450 245
  Osteoclast-like cell cDNA, RIKEN full-length enriched library, clone:I420029D17 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence.- Mus musculus 
(Mouse).

10. Q3THC3_MOUSE  57452 245
  CRL-1722 L5178Y-R cDNA, RIKEN full-length enriched library, clone:I730091N22 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence.- Mus musculus 
(Mouse).

11. Q3TIM0_MOUSE  57399 245
  TIB-55 BB88 cDNA, RIKEN full-length enriched library, clone:I730026L04 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence.- Mus musculus 
(Mouse).

12. Q3TF72_MOUSE  57452 245  17 days embryo kidney cDNA, RIKEN full-length enriched library, clone:I920160L24 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence.- Mus musculus 

http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit12%23Hit12
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit11%23Hit11
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit10%23Hit10
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit9%23Hit9
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit8%23Hit8
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit7%23Hit7
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit6%23Hit6
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit5%23Hit5
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit4%23Hit4
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit3%23Hit3
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit2%23Hit2
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit1%23Hit1


IP-MALDI.0

(Mouse).
13. CAA29759   57507 243  MMTHBPC NID: - Mus musculus

14. Q3URP6_MOUSE  57419 229
  7 days embryo whole body cDNA, RIKEN full-length enriched library, 
clone:C430024I01 product:prolyl 4-hydroxylase, beta polypeptide, full insert 
sequence.- Mus musculus (Mouse).

15. Q3UJA8_MOUSE  57350 228
  17 days embryo stomach cDNA, RIKEN full-length enriched library, clone:I920024A04 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence.- Mus musculus 
(Mouse).

16. Q3UA23_MOUSE  57421 226

  Bone marrow macrophage cDNA, RIKEN full-length enriched library, clone:I830031J06 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence (Bone marrow 
macrophage cDNA, RIKEN full-length enriched library, clone:I830028G22 
product:prolyl 

17. Q3U738_MOUSE  57466 222
  Bone marrow macrophage cDNA, RIKEN full-length enriched library, clone:I830087B10 
product:prolyl 4-hydroxylase, beta polypeptide, full insert sequence.- Mus musculus 
(Mouse).

18. AAM00284   57374 204  AF364317 NID: - Cricetulus griseus

19. Q3TT76_MOUSE  43290 201
  11 days pregnant adult female ovary and uterus cDNA, RIKEN full-length enriched 
library, clone:5033414I01 product:prolyl 4-hydroxylase, beta polypeptide, full 
insert sequence. (Fragment).- Mus musculus (Mouse).

20. AAA40619   30250 173  RAT5MDA NID: - Rattus norvegicus

http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit20%23Hit20
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit19%23Hit19
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit18%23Hit18
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit17%23Hit17
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit16%23Hit16
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit15%23Hit15
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit14%23Hit14
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuES.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit13%23Hit13
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IP-MALDI.0

Lista de Masas / Intensidad Relativa

Masa I.R.
916.3 9399.7

923.29 832.41
938.31 50199
946.22 7591.2
979.3 8978.6

997.28 781.88
1060.4 7486.2

1075.3 894.46
1095.4 5917.2
1107.4 1360.5
1153.4 10415
1228.4 5603
1263.4 811.4
1450.5 2443.6
1462.5 1046.6
1467.6 2207.8

1469.4 392.47
1475.6 403.83
1603.6 11953
1731.8 11469
1900.8 1140.7
1918.8 3225.2

2015 340.88
2044.9 535.47
2061.9 3633.7

2080.8 328.19
2098.7 2585.7
2137.1 625.68

2152 5768.7
2158.8 268.03

2168 473.28
2190.9 210.34
2286.9 363.01
2568.2 4734.8

2584.2 753.64
2682.3 2798
2705.2 128.17
2761.4 366.36
2904.3 789.38
3032.4 1959.1
3049.6 477.87
3177.7 527.59

Resultados

  Accession   Mass   Score  Description
1. AAA40788   45978 139  RATATRA1 NID: - Rattus norvegicus
2. ITRT   46278 137  alpha-1-antitrypsin precursor - rat
3. AAH78824   46264 137  BC078824 NID: - Rattus norvegicus
4. BAA00579   46262 109  RATA1PI NID: - Rattus norvegicus
5. CAA34349   22868 59  RNSPILP NID: - Rattus norvegicus
6. BAC33377   29288 35  AK048567 NID: - Mus musculus
7. AAZ93382   13045 32  DQ164183 NID: - Mus musculus

8. AAA40189   3256 31
  MOUSE T CELL RECEPTOR REARRANGED ALPHA-CHAIN GENE V-J REGION, PARTIAL CDS 
(FRAGMENT).- Mus musculus (Mouse).

9. S17609   10831 30  Ig heavy chain V region - mouse
10. Q80X42_MOUSE  84511 30  Spg7 protein (Fragment).- Mus musculus (Mouse).

http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit10%23Hit10
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit9%23Hit9
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit8%23Hit8
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit7%23Hit7
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit6%23Hit6
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit5%23Hit5
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit4%23Hit4
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit3%23Hit3
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit2%23Hit2
http://www.matrixscience.com/cgi/master_results.pl?file=..%2Fdata%2F20091109%2FFtmAOiuwS.dat&REPTYPE=protein&_sigthreshold=0.05&REPORT=20#Hit1%23Hit1
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